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Can we predict how one person’'s brain response to a movie differs from the group?

174 people watched the same short movie clips in an MRI scanner (Human Connectome Project data).

1 BACKGROUND 2 IDEA 3 WHAT WE DID
TRIBE v2 predicts brain responses to a movie from the Everyone watching the same movie shares most of their Subtract the shared response, then learn each person's
movie itself. brain response. Each person also deviates a little. deviation from three runs and predict it on a fourth.

Our decoder is a map from the movie to one person: features go in, their deviation
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of 174 viewers, r = 0.43.

We drop the model's own readout and fit our own decoder from each, on equal terms,

with the same size and tuning grid for both. Intersubject component decomposition: the shared response is the average OT 174 participants - 89 family units - 4 HCP movie runs
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of it is fitted on their calibration runs; what is left is their deviation. Schaefer-1000 parcels, 5 s response lag, family-aware 5-fold validation.

On a run held out from fitting, your own decoder beats a stranger's, and TRIBE v2 strengthens the effect.

Participant specificity (r) = accuracy with your own decoder minus accuracy with a stranger's
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TRIBE v2 makes each person's deviation easier to read out. =~ WHERE THIS COULD LEAD

lts 2,048 features are computed from the 11,008 it was given, so the gain is in the arrangement. => A model of your cortex that generalizes to films it =» The variation thgt group averaging throws away,
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